Class Journal: Computational Molecular Biology: CSE 5615-E11
Spring 2009, MW 8-9:15 pm, Crawford 403
27 meetings total – 3 classes on exams = 24
	Date
	Activities Planned
	Activities for CS-background
	Actually Covered

	Jan 12, M
	Basics of Biology
	Fibonacci two algorithms

Asnmnt: implement both and experience time differences
	-did-

	Jan 14, W
	Class suspended w/ reading asnment
	
	

	Jan 19, M
	HOLIDAY
	
	

	Jan 21, W
	Bio-primer continued
	D&Q alg: binary search

Assnmnt: merge sort
	

	Jan 26, M
	Genetic expt tools
	Inductive proof: Arithmetic series
Number of leaves on a tree

Asnment: Geometric series, number of nodes in a tree
	Bio-primer: wet-lab tools

NCBI database
Basic combinatorics,

Ind. Pf of arith. ser.,

Num of lvs in a bin-tree

	Jan 28, W
	Molecular evolution
	Asymptotic complexity
	Wet lab experiments

Evolution
Complexity of linear vs binary search: recurrence eq; 

Asn: Merge-sort recurrence eq.

	Feb 2, M
	Quiz 1
Projects discussion
	Back-tracking: 0-1 KS
	

	Feb 4, W
	Backtracking (Ch 4): Partial Divest/ Motif finding
	Dynamic Prog.
	

	Feb 9, M
	Motif finding ch 4
Gary Hrezo to class
	-none-
	

	Feb 11, W
	Motif finding contd.
	Greedy: Rational KS
	

	Feb 16, M
	HOLIDAY
	
	

	Feb 18, W
	Ch 6: DP, alignment
Steve Johnson to class
	NP-hardness
	

	Feb 23, M
	Ch 6: different types of alnment – global, local etc.
	
	DP

	Feb 25, W
	Clustering: Gene expr., ch 10
Proj 4 presentation (15 min)
Prog Asnmnt-1 collected
	
	DP

	Mar 2-6
	SPRING   BREAK
	
	

	Mar 9, M
	Ch 10
Project Title+Abstract due
	
	Ch 10-1: clustering microarray data;
Abstracts collected

	Mar 11, W
	Graphs: Shortest Superstring, Ch 8
Proj 3 presents
	
	Ch10-2: clustering phylogeny;
Presn Proj 3

	Mar 16, M
	Ch 8
Proj 2 presents


	DFS graph traversal, 

Euler ckt algorithm
	Ch-8: Graph prob formulation for DNA sequencing
Graded Prog 1 returned

Presn Proj 2

	Mar 18, W*
	Greedy: Motifs, Ch 5
Proj 1 presents

Prog asnmt2 - alignment due 

(STANSIFER TO CLASS)
	
	Ch 8: Protein sequencing from Mass spec: graph-based approach
Peptide identification in database: DP approach

Proj 1 presented-1
Prog 2 collected: may submit more run results

	Mar 23, M
	Hrezo to class-Stanford visit
	
	

	Mar 25, W
	Johnson to class-Stanford visit
	
	

	Mar 30, M
	Proj 3 presn-2
	
	Greedy, Ch 5: Genome rearrangement
Proj 3 presented-2 (20 min)

	Apr 1, W
	Proj 2 presn-2
	
	Ch 5 contd.
Proj-2 pren-2 (20 min)

	Apr 6, M
	Take home quiz2
Class cancelled on DC trip /Dndo Revw
	
	

	Apr 8, W
	HMM: Ch 11
Proj 1 presn-2
	
	HMM started
Proj-1 presn-2 (20 min)

	Apr 13, M
	HMM: Ch 11

Proj-4 presn-2
	
	HMM contd.
Proj-4 presn-2

	Apr 15, W
	Project informal-discussion with each group separately
(15 min each)


	
	HMM contd.
Informal discuss each group (10-15 min)

	Apr 20, M
	Presentation & Demo/Screen shot of output (1 hour + discussion 15 min) starts:

Project-1 
	
	Ok


	Apr 22, W
	Project-2
	
	ok

	Apr 27, M
	Project-3
	
	Ok
Quiz2 returned & started discussion

	Apr 29, W


	Project-4
Students RETURN Quiz-2 answer papers (grades to be reviewed)
Course feedback due
	
	

	April 30, Rday noon
	Reports due (all projects)
	
	

	May 6, W
	Exam Scheduled at 8:30-10:30 pm, same classroom
	
	

	May 8, F
	Commencement
	
	


Some feasible future research topics:
